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Education











2005 
Ph.D. in Genetics and Ecology  


Title: Development and Use of DNA Identification Techniques for Irish Mustelids.  

Waterford Institute of Technology, Ireland

1999
B.Sc. (Hons) in Zoology 
University of Dundee, Scotland, UK
Research and Scientific Experience







2008- Present
Postdoctoral Research Scholar, University of California at Davis, USA
I am the coordinator of red fox research.  This entails a continental scale phylogeographic study, down to ecological and population genetic studies on the local Sacramento Valley population.  I am supervising and training undergraduate interns in both ecological and genetic aspects of this study. 
2005-2008
Postdoctoral Research Assistant, Kansas State University, USA
I supervised and conducted a project on the landscape genetics of white-tailed deer and the implications for the spread of Chronic Wasting Disease (CWD).  I supervised and conducted a project on the phylogeography of North American red fox, both pre and post European settlement using museum samples.  I conducted a mtDNA analysis of the black-footed ferret prior to the recent bottleneck using museum samples.
2001-2005
Ph.D. Research Assistant, Waterford Institute of Technology, Ireland
Title: Development and use of DNA Identification Techniques for Irish Mustelids.
I developed genetic techniques for the identification of species and sex from hair, faeces, and tissue.  I designed hair traps, which were used in conjunction with genetic analysis to detect pine marten occurrence outside an area of persistent reports of pine marten presence.  I carried out a comparative phylogeographic study looking at the signatures of different colonization histories of mustelids in Ireland.  I performed a microsatellite analysis of Irish Pine Marten, confirming the extremely low genetic diversity identified with mtDNA analysis.  
2003-2004
Field technician, Department of Agriculture, Ireland
I was responsible for live trapping and bait marking European badgers for bovine tuberculosis vaccination trials. I gathered biometric data and assisted with blood sampling and administering oral vaccines. 

2000-2001
Quality control and laboratory technician, Kerry Algae Ltd, Ireland
I was responsible for physical, chemical and biological testing of batches. I was in charge of documentation implementation, health and safety audits, and license applications.

2000

Laboratory technician, Enfer Scientific Ltd, Co. Kildare, Ireland
I tested cattle tissue samples for Bovine Spongiform Encephalitis (BSE).  I also tested cattle bile samples for traces of illegal growth promoters. 

1998-1999
Honours research for B.Sc. in Zoology, University of Dundee, Scotland
Title: The effect of larval Trematodes on the burying behaviour of Hydrobia ulvae in the Eden estuary.  
I carried out behavioural trials and identified endoparasite species in estuarine mud snails.  I analyzed life history strategies to determine how behaviour alteration of the secondary host better facilitated transfer of infection to the primary host. 

Teaching Experience











2009
Guest lecture, Conservation biology (Graduate), University of California at Davis.“Conservation Genetics of the Black-footed ferret (Mustela nigripes)”
2008
Guest lectures, Conservation biology (Undergraduate), University of California at Davis.  “Biology of Small Populations – Genetics”, “The Biogeography of the North American red fox”

Guest lecture, Mammalogy, Sacramento State University.
“The Biogeography of the North American red fox”

2003–2005
Wrote and Lectured “Forestry and the Environment” Course to 2nd year Forestry Students at Waterford Institute of Technology.  Topics included: Irish Wildlife, Biodiversity, Wildlife Management and Effects of Forestry on Aquatic Habitats.

2004-2005
Lectured First Year Biology Laboratory, Waterford Institute of Technology. Basic Microscopy, Microbiology, Food testing, Paper Chromatography, Enzymology and BOD analyses.

2004-2005
Theory and Research Project Mentor, Waterford Institute of Technology.  Amplification of the zfx and zfy genes for the sex identification in Badgers in the South East of Ireland.  Student: Brian Murphy.  Genetic Analysis of Animal Hair samples by DNA Extraction, PCR and Electrophoresis.  Student:  Laura O’Connor. 
2003-2004
Lectured “Computer Applications” to Agricultural Science, Biology, Chemistry and Night course students, Waterford Institute of Technology  Word, Excel, PowerPoint, MSDOS, Internet, Scientific Database use.
Publications











Aubry, K., Statham, M.J., Sacks, B.N, Perrine, J.P., Wisely. S.M. (In press 2009)  Phylogeography of the North American red fox: vicariance in Pleistocene forest refugia.  Molecular Ecology
O'Reilly, C., Statham, M., Mullins, J. Turner, P. D, and O’Mahony, D.  (2008) Efficient species identification of pine marten (Martes martes) and red fox (Vulpes vulpes) scats using a 5' nuclease real-time PCR assay.  Conservation Genetics, 9:735-738.
Wisely, S. M., Statham, M. J., and Fleischer, R. C.  (2008) Pleistocene refugia and Holocene expansion of a grassland dependent species, the black-footed ferret (Mustela nigripes).  Journal of Mammalogy, 89(1):87-96. 

Statham, M. J. Turner, P. D. and O’Reilly, C.  (2007) Molecular Sex Identification of five Mustelid species. Zoological Studies, Vol. 46, No. 5, 600-608. 

Sleeman, D. P., Statham, M. and Dixon, C.  (2006) Records of Otters (Lutra lutra L.) and Badgers (Meles meles L.) from built-up areas in Ireland. Bull. Ir. Biogeog. Soc. No. 30 

Statham, M., Turner, P. D. and O'Reilly, C. (2005) Use of PCR amplification and restriction enzyme digestion of mitochondrial D-loop for identification of mustelids in Ireland. Irish Naturalist's Journal 28, 1-6.  www.habitas.org.uk/inj/
Oral Presentations










Do the Sacramento Valley Native and Non-native red foxes hybridize?  The Western Section of the Wildlife Society Conference, Sacramento, CA, January 2009.  Moore, M., Brown, S., Statham, M., Wittmer, H., Sacks, B.

Phylogeography of the North American Red Fox.  4th International Conference of the International Biogeographic Society, Merida, Mexico, January 2009.  Statham, M., Aubry, K., Sacks, B., Perrine, J., Wisely. S. 

Towards elucidating the genetic structure of the pine marten (Martes martes) in Ireland.  British Mammal Society, Easter Symposium 2008.  York, UK.  Mullins, J., Statham, M., Roche, T., Turner P., O’ Reilly, C.  
Quaternary zoogeography of a North American boreal carnivore: evolution of the montane red foxes.  Invited Presentation.  Symposium “Conserving California's Native Red Fox: Recent Research and Management Implications”.  Annual Meeting of the Western Section of theWildlife Society in Redding, CA. February 2008. Aubry, K., Statham, M., Sacks, B., Perrine, J., Wisely. S.
Biogeography of the North American Red Fox.  Midwest Furbearer Workshop, Omaha, Nebraska, September 2007.  Statham, M., Sacks, B., Aubry, K., and Wisely, S. 
Development and use of DNA Identification Techniques for Irish Mustelids. Invited Speaker at the School of Veterinary Medicine, University of California, Davis, USA.  November 2006.* 

Development and use of DNA Identification Techniques for Irish Mustelids*.  Ecology and Evolutionary Biology Lecture series at the Division of Biology, Kansas State University, USA.  April 2006.*
Non-invasive sampling of Mustelids for Genetic Analysis*.  1st All-Ireland Mammal Workshop, Queens University Belfast, Northern Ireland. December 2004.*
Tracking Rare Mammals in Ireland: Ecological and Genetic work on the Pine Marten and other Mustelids.  The 8th Institutes of Technology Science and Computing Colloquium, Waterford, Ireland. 2004.* Winner of the Best Talk in Section.

The Ecology and Genetics of the Pine Marten.  The Environmental Sciences Association of Ireland Colloquium. Limerick, Ireland. 2004.*
* Statham, M., Turner, P., O’Reilly, C.
Poster Presentations











Biogeography of genetic resistance to chronic wasting disease. 4th International Conference of the International Biogeographic Society, Merida, Mexico, January 2009.  Wisely, S., Statham, M., Fox, L., Cully, J.

Landscape Genetics of White Tailed Deer and the Implications for the Spread of Chronic Wasting Disease across Kansas. Undergraduate research forum, KSU, April 2008. Mattox, A., Statham, M., Wisely, S., Fox, L., Cully, J. 
Landscape Genetics of White Tailed Deer and the Implications for the Spread of Chronic Wasting Disease across Kansas. International Conference on Emerging Infectious Diseases, Atlanta, Geogria, USA.  March 2008. Statham, M., Wisely, S., Mattox, A., Fox, L., Cully, J.

Incorporating a landscape approach to the genetic susceptibility of White-Tailed Deer to Chronic Wasting Disease: Implications for epidemiology.  Kansas Natural Resources Conference, Wichita, February, 2008.  Statham, M., Mattox, A., Wisely, S., Fox, L., Cully, J. 
Landscape Genetics of White Tailed Deer and the Implications for the Spread of Chronic Wasting Disease across Kansas. Undergraduate research forum, KSU, April 2007. Mattox, A., Statham, M., Wisely, S., Fox, L., Cully, J. 
A panel of microsatellites for individual identification of pine marten (Martes martes) in Ireland.  Mammal Society (Britain), Easter 2007 Symposium.  Mullins, J., Statham, M., O’ Reilly, C., Turner, P.
Are Red Fox Native to the Central Plains?  Phylogeography of Red Fox in North. America. Kansas Wildlife Society, Pittsburg Kansas. February 2007.  Statham, M., Sacks, B., Aubrey, K., Wisely, S.
Conservation Genetics of the Northern Bobwhite Quail in Southeast Kansas.  Kansas Wildlife Society, Pittsburg Kansas. February 2007.  Fredrickson, C., Wisely, S., Statham, M., Strakosh, T., Gibson, P. 
The Microevolution Interleukin-6 in an Immunocompromised Species, the Black-footed Ferret.  Ecological Genomics Symposium, Kansas City, November 2006.  Mueting, S., Wisely, S., Brown, S., Howard, J., Statham, M., Phillips, T.   
Illuminating the Colonization History of Irish Mustelids.  The 2nd Post Glacial Colonization Conference, University College Cork, Ireland. September 2006.*
Origins of the Eurasian Badger and Red Fox in Ireland.  The 2nd Post Glacial Colonization Conference, University College Cork, Ireland.  September 2006.   Edwards, C., Statham, M., Iossa, G., Soulsbury, D., Baker, P., Harris, S., Wall, D., O’Reilly C., Bradley, D.  

The Ecology and Genetics of the Pine Marten and other Irish Mustelids.  The 4th International Martes Symposium, Lisbon, Portugal, 2004.*  
Genetic Identification of Pine Marten and other Mustelid Ecological Samples.  8th Institutes of Technology Science and Computing Colloquium, Waterford, Ireland, 2004.*
Genetic Identification of Pine Marten and other Mustelid Ecological Samples.  The Mammal Society Easter Conference 2004, Leicester, England.*
Preliminary study on the application of DNA typing to research on pine martens in the south east of Ireland. The Mammal Society Easter Conference 2002, Swansea, Wales.*
* Statham, M., Turner, P., O’Reilly, C.
Technical Reports










Progress report:  Landscape genetics of deer and the potential spread of CWD across Kansas: a study plan to examine deer density and hunting pressure as factors.  Samantha Wisely and Mark Statham.  June 2008, United States Geological Survey (USGS)
Progress report: Biogeography and molecular epidemiology of the Prnp gene in Kansas.  Samantha Wisely and Mark Statham.  June 2008, United States Geological Survey (USGS)
Courses attended










Geophylobuilder Workshop: Visualizing Evolution in Space and Time.  Davis M. Kidd - National Evolutionary Center (NESCent), Durham, NC, USA.  2009
Bioinformatics Workshop.  Dr. S. Pechous, NCBI, NIH. 2007

Microarray Workshop.  Prof. N. Reynolds, North Carolina State University. 2007
Quantitative Trait Locus (QTL) Introductory Workshop.  Prof. R. W. Doerge, Perdue 2007 

Bioinformatics course.  Dr. McInerney, National University of Ireland, Maynooth. 2004  

Professional Service










Reviewer for Molecular Ecology, Conservation Genetics and Studies in Avian Biology. 
Member of the International Biogeographic Society.  
Chapter reviewer for Peterson Field Guide to Mammal Behaviour. 
Volunteer team leader for mammal field course in the Sierra Nevada Mountains, Sacramento State University (2008).  
Volunteer field worker for the Black footed ferret reintroduction in Kansas (2007 and 2008). 

Grants












Phylogeography of South Asian Red Fox (Vulpes vulpes).  Systematics Research Foundation.  Primary Investigator, M. Statham.  March 2009 (£960).
International Biogeography Society, Travel Subsidy to attend and present in Merida, Mexico.  January 2009 ($665)

United States Geological Survey, USGS.  2008 Genetic Susceptibility and Animal Movements Patterns of a Sympatric Population of Mule and White-tailed deer in Western Kansas.  S. Wisely, Primary Investigator.  M. Statham, Contributing Writer. ($42,306)
United States Geological Survey, USGS.  2007 Biogeography and Molecular Epidemiology of the PRNP gene in Kansas.  S. Wisely, Primary Investigator.  M., Statham, contributing writer. ($40,406)

Kansas State University, Ecological Genomics Travel Grant for the "International Conference on Emerging Infectious Diseases" in Atlanta, Georgia.  March 2008 ($618)
Kansas State University, Johnson Cancer Centre Travel Grant for the "International Conference on Emerging Infectious Diseases" in Atlanta, Georgia.  March 2008 ($1,000)
4th International Martes Symposium Travel Subsidy to attend and present in Lisbon, Portugal.  July 2004.  (€500)
Research interests











Phylogeography:  Determining the genetic relationships between populations from different geographic areas and using this information to trace lineages back through time.  By understanding how past climatic change events affected species distributions we can attempt to understand how species may be affected by future climatic change.

Phylogenetics:  How are various species and taxa are related?  Which species have more recent common ancestors?  Revealing cryptic species or taxonomic groups.
Conservation:  Preservation of genetic diversity in isolated or remnant populations.

Nativeness:  Using phylogeographic analysis to distinguish native versus non-native species or populations.  This can have major impacts on population management strategies.
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